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An Introduction to the PhenoDB Ecosystem PhenoDB 2.0: Robust and Portable

New Analysis Capabilities and Integrations Next Steps and New Directions

PhenoDB Pilot Installation Program

Mid-2025

Switch from SOLR to 
ElasticSearch for search. 

PhenoApt integration for 
ML-based gene 
prioritization.

Early 2025

Container-based versions of 
GeneMatcher and 

VariantMatcher deployed.

Continue adding new 
VariantMatcher connections.

Late 2024

HG38-capable annotation 
and analysis.

IGV integration into 
PhenoDB for variant review.

Late 2024

PhenoDB 2.0 deployed to 
JHU instances and available 
to mendeliangenomics.org 

and phenodb.org users.
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Mid-2025

AlphaFold integration for all 
missense variants via the 
AlphaMissense database.
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